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Legends for Figures

Fig. 1. Sequence alignmént of DNA fragment corresponding from 541 to 585 (for 4
tandem repeats) or 541 to 579 (for 3 tandem repeats) of the rpoT gene from
M, ycobacterjwb lepraeisolates.

Sequences from 7 isolates and the reference (from Database, accession no.
U15181) are shown.

Fig. 2 Genotype detection by electrophoresis in agarose.

Five 11 of PCR products were electrophoresed in 4% Meta Phor ™ agarose and
then stained with ethidium bromide. Samples were lane 1, Kagoshima (Japan); lane
2, Kanazawa (Japan); lane 3, Korea-1; lane 4, Thai 53; lane 5, Okinawa-1 (Japan);
lane 6, PHS-3 (Mangabey monkey); lane 7, PHS-4 (Armadillo) and lane 8, the DNA
size marker of 50 bp ladder.

Fig. 3  Distribution of two genotypes of M. lepraein Japan.
@ )/ /eprae with 3 repeats in the rpdT gene; :M. lepare with 4 repeats in the
rpdl gene. '

Fig. 4  Distribution of two genotypes of M. Jeprae in Korea.
@ :M.Jeprae with 3 repeats in the rpdT gene; () :M. lepare with 4 repeats in the
rpdT gene.

Fig. 5 Distribution of two genotypes of M. Jepraein China. .
@ M. /eprae with 3 repeats in the rpdT gene; :M. lepare with 4 repeats in the
rpdT gene.

Fig. 6  Distribution of two genotypes of M. leprae in the world.
@ M ieprae with 3 repeats in the rpdT gene; M. lepare with 4 repeats in the
rpdT gene. /
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